
1. PRE-CAPTURE

2. PRIMARY DIGITIZATION

1) QR codes from PRE-CAPTURE scanned

2) Sheet barcoded

3) Barcode scanned

4) Label data captured

5) Barcoded sheets imaged

6) Image processing

7) Data QC
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entered

3) QR code containing data printed

4) QR codes that are affixed to folders
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NEVP Digitization Workflow Overview
Patrick Sweeney, Yale Peabody Museum of Natural History
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